All samples were collected from hospitalized patients with symptoms of meningitis/encephalitis within the German enterovirus surveillance network. Specimens were sent to a network laboratory that was participating in the Laboratory Network for Enterovirus Diagnostics (LaNED), including the National Reference Centre for Poliomyelitis and Enteroviruses (Berlin, Germany). All patient data were analyzed pseudonymously.
Weiterstadt, Germany). PCR products of VP3 and 3ABC PCR were extracted from the agarose gel using QIAGEN Mini Elute Gel Kit (QIAGEN), according to the manufacturer's protocol.
Sequences were assembled with Sequencher software version 5. 2.4 (https://www.genecodes.com/). Alignments were performed by using MAFFT (2) . Phylogenetic relationships among strains circulating in Germany and representative strains taken from GenBank were estimated with the neighbor joining method based on the Kimura 2-parameter model conducted in MEGA6 by using a bootstrap procedure with 1,000 replicates (3). 
